† These authors contributed equally to this work Figure S1. Schematic diagram of T-DNA region of the CRISPR/Cas9 vector. RB, right border; LB, left border.
. Detection of transgenes in additional 10 T1 plants of line Osfwl3a#4. All these plants contained the three transgenes. .  Table S1 . Targeted genomic mutations induced by the clustered regularly interspaced short palindromic repeats (CRISPR)/CRISPR-associated protein 9 (Cas9) system in the T0 plants. The target sites are marked in red and the protospacer adjacent motif (PAM) sequences are underlined. The inserted or substituted nucleotides are shown in green. The plant name and zygosity are in bold font. Ref, reference sequence; Al#, different alleles; WT, wild type; i#, number of bp inserted; i#a/b, same number of different nucleotides inserted in the same site; d#, number of bp deleted; d#a/b, deletion of the same number of nucleotides at different sites; s#, number of bp substituted. Al2 TGTGCCCCTGCATCACC-------------------TCGTGGACAAGGGCACCTGCCGTG d19
Osfwl1a#3, bi-allele
Osfwl1b#2, homozygote Al2 TGTGCCCCTGCATCACC-------------------TCGTGGACAAGGGCACCTGCCGTG d19
Osfwl1b#5, bi-allele
Al2 TGTGCCCCTGCATCACCTTTGGGCAGG----------TCGTGGACAAGGGCACCTGCCGTG d9
Osfwl1b#6, bi-allele 
Osfwl2a#2, bi-allele
Osfwl2a#4, bi-allele
Osfwl2a#5, bi-allele
Osfwl2a#6, bi-allele
Osfwl2a#7, bi-allele
Osfwl2a#8, bi-allele
Osfwl2a#9, bi-allele
Osfwl2a#10, bi-allele
Osfwl2a#11, bi-allele
Osfwl2a#13, bi-allele
Osfwl2a#14, bi-allele
Osfwl2a#15, bi-allele
Osfwl2a#16, bi-allele
Osfwl2b#1, bi-allele
Osfwl2b#2, homozygote
Osfwl2b#3, bi-allele
Osfwl2b#5, homozygote
Osfwl2b#9, bi-allele
Osfwl2b#10, bi-allele
Osfwl2b#12, bi-allele
Osfwl2b#13, homozygote
Osfwl2b#14, bi-allele
Osfwl3a#2, chimera
Osfwl3a#4, chimera Al2 GTGCATCACGTTCGGGCAGATCGCGGAGATCGTCGATCCGGGGGTCGTCGTCGTGCGGGA i1b
Osfwl3a#6, bi-allele
Osfwl3a#7, bi-allele
Al2
Osfwl3b#5, bi-allele
Osfwl3b#6, bi-allele
Osfwl3b#7, bi-allele
Osfwl3b#8, bi-allele
Osfwl3b#13, bi-allele
Osfwl3b#14, bi-allele
Osfwl3b#15, bi-allele
Osfwl3b#17, bi-allele
Osfwl3b#18, chimera
Osfwl4a#1, bi-allele
Osfwl4a#2, bi-allele
Osfwl4a#3, bi-allele
Osfwl4a#4, bi-allele
Osfwl4a#7, homozygote
Osfwl4a#8, bi-allele
Osfwl4a#10, bi-allele
Osfwl4a#12, homozygote
Osfwl4b#3, bi-allele
Osfwl4b#4, bi-allele
Osfwl4b#5, homozygote
Osfwl4b#7, bi-allele
Osfwl4b#8, bi-allele
Osfwl4b#9, bi-allele
Osfwl4b#12, bi-allele
Osfwl4b#13, chimera
Osfwl5a#2, bi-allele
Osfwl5a#3, bi-allele
Osfwl5a#4, bi-allele
Osfwl5a#5, homozygote
Osfwl5a#7, bi-allele
Osfwl5a#8, bi-allele
Osfwl5a#9, bi-allele
Osfwl5a#10, bi-allele
Osfwl5a#13, bi-allele
Osfwl5a#14, bi-allele Al2 GGAGATGGTGGACAGGGGCTCGACGTCGTGCGGCACTCGGCGGCGCGCTGTACGGGCTGCT i1b
Osfwl6a#8, bi-allele
Osfwl6a#14, bi-allele
Osfwl6b#2, bi-allele
Osfwl6b#3, homozygote
Osfwl6b#5, bi-allele
Osfwl6b#6, bi-allele
Osfwl6b#8, bi-allele
Osfwl6b#10, homozygote
Osfwl6b#11, bi-allele
Osfwl6b#12, homozygote
Osfwl6b#13, bi-allele
Osfwl6b#14, bi-allele
Osfwl6b#15, homozygote
Osfwl6b#16, bi-allele
Osfwl7a#2, bi-allele
Osfwl7a#3, bi-allele
Osfwl7a#4, bi-allele
Osfwl7a#5, bi-allele
Osfwl7a#7, heterozygote
Osfwl7a#9, homozygote
Osfwl7a#10, bi-allele
Osfwl7a#11, bi-allele
Osfwl7a#12, bi-allele
Osfwl7a#13, bi-allele
Osfwl7a#14, bi-allele
Osfwl7b#4, homozygote
Osfwl7b#6, bi-allele
Osfwl7b#8, bi-allele Al1  GTCGCCCGCGGCTACGACCCCAAGCCTCGGATGGCACCTCAACGTCGAGCGCGGCGCCGCT  i1   Al2  GTCGCCCGCGGCTACGACCCCAAGC-TT---TGGCACCTCAACGTCGAGCGCGGCGCCGCT  d3s1 Osfwl8b#2, bi-allele
Osfwl8b#3, bi-allele
Osfwl8b#4, bi-allele
Al2 GTCGCCCGCGGCTACGACCCCAAGC-TT---TGGCACCTCAACGTCGAGCGCGGCGCCGCT d3s1
Osfwl8b#5, bi-allele
Osfwl8b#6, bi-allele
Osfwl8b#8, homozygote
Osfwl8b#10, bi-allele
Osfwl8b#11, bi-allele
Osfwl8b#12, bi-allele
Osfwl8b#13, homozygote
Al2 GTCGCCCGCGGCTACGACCCCAAGCCCGGATGGCACCTCAACGTCGAGCGCGGCGCCGCT s1
Osfwl8b#14, bi-allele
Al2 GTCGCCCGCGGCTACGACCCCAAGC-TT---TGGCACCTCAACGTCGAGCGCGGCGCCGCT d3s1 
